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VirusExplorer for Diagnostic EM (DEM)/ Quick Guide

Click or double/click on the file named “VirusExplorer_Start” to start the Database. After a few
seconds the Navigator Window appears.

Virus groups
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Clicking on respective buttons closes the Navigator-window and opens a new window showing the
selected feature or information.

Clicking on “Virus Groups” opens a window which displays pictograms of the different virus
groups encountered in this database.
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Poxviridae Iridoviridae & similar Rhabdoviridae

Filoviridae Herpesviridae Retroviridae
dsDNA, 140-300 x 229-450 nm dsDNA, 120-350 nm ssRNA-, 45-110 x 100-450 nm

ssRNA, 70-80 nm, length variable dsDNA, 120-300 nm ssRNA+, 80-200 nm
nucleocapsids 50-100 nm
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Paramyxoviridae Orthomyxoviridae Bunyaviridae Coronaviridae Arenaviridae Adenoviridae Reoviridae Rotavirus / Orbivirus
sSRNA-, 50-1000 nm  ssRNA-, 80-120 nm  ssRNA-, 90-100 nm  ssRNA+, 80-160 nm  ssRNA, 50-300 nm  dsDNA linear, 70-90 nm  dsRNA, 60-90 nm  dsRNA, 60-90 nm
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Togaviridae Flaviviridae Papillomaviridae  Polyomaviridae Birnaviridae Hepadnaviridae  Picornaviridae Calici-/Astro-f Circoviridae
ssRNA+, 80-70 nm  ssRNA+, 40-70 nm dsDNA, 50-60 nm  dsDNA, 40-50 nm  dsDNA, 50-60 nm  dsDNA, 30-60 nm ssRNA+, 20-30 nm Hepeviridae Parvoviridae

$SRNA+, 20-40 nm  ssDNA, 11-30 nm
100 nm
—
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By clicking on one of the pictograms, a new window named “VirusGroup” appears which shows
information about the selected virus group. Clicking on “Images” opens an additional window
which displays a preview of the images of viruses belonging to the selected group.
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Clicking on individual images in the preview window opens individual images in a window. All
images belonging to the selected virus group can be browsed by using the < > buttons.
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Parapoxvirus (PPV; left) and Ectromelia virus {ECTV Genus: Orthopoxvirus; nghl}. Nagallwa staining, UA.

Gmlpurhwn of the two principle of povis vt can b di G lectron
phoiogy (ovoid and cl surface bands) and Oﬂmpoumms ke morphology
{rectangular, brick-like shape).
Panviridae
Image ID: 56 Image source: Michael Laue, Robert Koch Institute. Scale bar (i not stated otherwise) 100 nm e

UA = Uramnyt acetals I PTA = Phospho ungstic acid
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In some cases clicking on a virus pictogram results in the selection of two or even three virus
groups. The number of selected groups is indicated in a field located at the upper right corner (red
circle in next image). The different groups (data sets) can be accessed by using the < > buttons.
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Group_Name | Astroviridee

Particlo_Shape | spharical { cosahodral

Surfece | konabiby / star-Bke pattem

wotn pto [ 7n JomMox [ 30Jim  NucloGepsidShape r—
Langth_Min Bnm Max I:-r-m Herpesviridas Ratronisidas

ngth vanable. dsDNA, 120-300 am ssRNA», B0-200 nm
Genoms I s5-RMNA, Bnear, positive sense nudencapsics 50-100 nm

Gaenus /| Avastrovirus {ondy birds) type spacies (i5) = Turkey astrovirus. Mamastrovirus
(mammals]: ts = Hurman a:

Rotavinus | Orbivirus
Spharical particles (28-30 nm) with a knobby surface. Knobs are rather big and low in fsOMA fear, 70-000m  dsRHA, 80-80 nm  dsRNA. 60-80 nm
number in companson to, for instance, Polyomaviridag, The name-giving star-like
appearance (five- ar six-pointed) of the partides is rarety seen (only in about 10 % of
vitlons). Particle size of up to 41 nm was reposted from cell cullure derved vinons. a “ ‘

o ¥ ' Calici
PN ESRNAY, 30-30 nm

Hepeviridae Fanvoiridas
ssRNAs, 2040 nm ssDNA, 11-30 nm
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Searching the data sets is done by going to the Navigator-window and clicking on “Search”. The
“Search” window allows selecting a particular search strategy.
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For example: clicking on “Size” opens a window, where the particle diameter can be inserted along
with a certain tolerance. A value of 50 nm +/- 10 results in the selection of 11 data sets within the
Virus Group data.
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Fife Edit View [mert Foemat Records Seripts Teols Window Help

Size - Enter value for the diameter of particles, specify tolerance and press "search’ button

Diameter Enm + nm search

In case of famentous forms, enter width of pariicles
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Particle_Shape | spherical

Surfaca |almnﬂ:daninmllrhqefpuma
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Gonome | s5-RNA, Bnear, 2 segments, ambisonso

Genus !/ | Arenavirus (natural hosts are rodents and fruit bats): type species = |
Species | chorionmeningitis vines (LCMY). Other human pathogenic species: Lassa vinus, Lo

virus, Junin virus, Guanarito virus, Machupo vinss, Sabsd virus, Chapare vinss, Flaxal
virus, Whitewater Amoye vinus, Tacarbe virus.

Cescription | Particies ace spherical of plecmorphic in negative stairing preparations with a mean
@ diameter of 110-130 nm. Lipld envelope with rim of short projections (8-10 nm in
length), pariicke surlace punciate, Host ribosomes insice the vinons (arena = sand)
are only seen in thin section EM, Differential dagnosis Orthomyxoviridae: spikes of
arenaviruses are shoner and the mean particle diameter is bigger, Atenavinus never
shaw flamentous forms which are frequently found in cofl cultture propagated
orthomyxovineses.
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By browsing through the datasets using the < > buttons and clicking on “Images”, preview windows
of the different virus groups can be collected for a comparison. Datasets can be sorted according
to the virus group name by pressing “Sort”.
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Remarks

Please note that the Virus Explorer can be entirely operated by clicking buttons within the
respective windows. However, some basic functionality of the Filemaker-Software used to operate
the VirusExplorer is active and can be used.

If text appears dim, check the Preference settings by selecting Edit/Preferences from the menu.
The settings should be as shown below.

General |Lay{}ul| Memaory | Plug-Ins | Fonts |

User Interface Options
[] Allows drag and drop text selection

[¥] Show recently opened files: 10
Enlarge window contents to improve readability

Use Manage Database dialog to create files

Reset dialog sizes and positions:

User name:  lauem

User Interface Language: English -

Font smoothing style: Darkest -

[ ok || Abbrechen |

Note, that you can change the user interface language. However, the database itself remains in
English language.



